Supplemental Materials:

Supplemental Fig. 1. T cell epitope mapping of CON6 and subtype Env immunogens. T cell responses were determined in three mouse strains BALB/c mice (A), C57BL/6 (B) and C3H-NeJ (C) with three overlapping Env peptide sets. T cell epitopes were first screened with Env overlapping peptides and then confirmed with individual peptides by performing ELISpot assays. One subtype A (92UG037), one subtype B (SF162P3) and one subtype C (Chn19) overlapping peptide sets were used for the analysis. Positive subtype A, B and C peptide sequences were indicated by red, blue and green colors, respectively. Peptide sequences that were positive for stimulating the T cell response are shown and the overlapping peptides are indicated by lines underneath the peptide sequences. The dashed line indicates the epitopes that were missed in the polyvalent immunogen but detected in individual subtype immunogens. The dotted line indicates the missed epitopes that shared the identical sequences to the epitopes detected in other immunogens. Peptide ID numbers are indicated at the end of the peptide sequences.

Supplemental Fig. 2. T cell epitope mapping of a subtype B immunogen with heterologous subtype B peptide sets. T cell responses were determined in three mouse strains BALB/c mice (A), C57BL/6 (B) and C3H-NeJ (C) with three overlapping Env peptide sets (MN, 89.6 and SF162P3). T cell epitopes were first screened with Env overlapping peptides and then confirmed with individual peptides by performing ELISpot assays. Peptide sequences that were positive for stimulating the T cell response are shown and the overlapping peptides are indicated by lines underneath the peptide sequences. The dashed line indicates the epitopes that were missed in the polyvalent immunogen but detected in individual subtype immunogens. The dotted line indicates the missed epitopes that shared the identical sequences to the epitopes detected in other immunogens. Peptide ID numbers are indicated at the end of the peptide sequences.
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